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Introduction

Ecological communities can be described as networks in which nodes represent species and edges represent the interactions between them.
These networks often have a modular structure, with groups of species that are highly connected to each other and less connected to species
outside the group (1). The functional role a species plays in the network can be defined by its connectivity within its own module and across
modules. However, the temporal dynamics of species roles have not been studied before.
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Figure 4. (a) Species roles over
time. Each rectangle represents
a species. Species below the
orange line are hosts; the rest
are parasites. (b) The total
number of changes between
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network. consecutive layers. Loops
T | | | | | represent instances In which a
500 randomized networks were created by shuffling the edges within o ) role did not change.

each layer. The degree (number of edges) of each node was
preserved. Interlayer edges were kept as in the empirical network.
Species roles were assigned to the nodes of each randomized Discussion:

network and compared to the original roles. Species roles changed over the years, but this pattern was not
significantly different from random. Network hubs may have a

central role In parasite transmission between species, and this
function appears to be limited to specific years. Analyzing species
roles in other temporal networks may reveal an altogether different
picture.
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